
Stand-alone Open 
Source Software

• Installs automatically when 
downloaded from:

http://www.ncbi.nlm.nih.gov/ 
projects/SNP/osiris/

• Documented with NIST Mix 05  
.fsa files included as a tutorial

Novel Uses

• Contract development & 
compliance

• Training tool

• Metric goal setting

• Protocol development

• Hardware monitoring

Laboratory Settings

• Security Enabled: changes require authorization

• File name recognition for controls, ladders and custom samples

Analysis

• Multiple batch processing of .fsa files

• Multiple kit support

• Peak location and quality assessment 

• Independent algorithm 

• Graphical display

• CODIS CMF 3.2 and graphic file export

Proof of Demonstration

• OSIRIS CMF Export File uploaded into AFDIL’s Laboratory Information Systems 
Applications (LISA)

  – Test set of full profiles to assure concordance using AFDIL’s ASAP program

  – OSIRIS CMF format produced valid XML 

  – XML integrated appropriately into the corresponding samples contained in LISA

 • Duplicate profiles were generated at NIST using both Powerplex16 and Identifiler 
reagent kits and the .fsa files analyzed by OSIRIS.

  – 592 Identifiler profiles (missing some files)

  – 752 Powerplex 16 profiles (52 duplicates)

 • 0 Discordancies identified

– 1 non-concordant sample between kits attributed to a reannealing of the 
unlabled, unincorporated vWA primer in Pre-Powerplex16HS kits as 
documented in:                        
      Forensic Science International: Genetics 2 (2008) 257-273, McLaren et al

Peak Editing

• Osiris analysis report (.oar) remains 
unchanged

• Osiris edited report (.oer) maintains 
audit record

• Change artifacts to peaks and vice 
versa

• Remove peaks & /or artifacts

• Annotate/document changes

File Parameters

• Sets the parameters used for the current analysis

• Stores run information for easy recall during analysis

• Can be changed “on the fly” by analyst

Sensitivity

• Familiarity with OSIRIS allows labs to identify best settings for their 
conditions

Using OSIRIS Key Features Concordance

OSIRIS Export into LISA
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